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STSM

• When:
April – May 2021

• Where: 
University of Ljubljana
Biotechnical Faculty
Ljubljana, Slovenia

• Host:
Blaž Stres

Innsbruck

Ljubljana
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Goals

Collect all accessible 16S rRNA marker gene datasets on the

gut microbiome of an industrially relevant insect

Merge + analyse datasets using a standardized workflow

Reduce/address batch effects

Ensure reproducible documentation
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Why?

• Interdisciplinary studies at the intersection between ecology, 
engineering, waste management, and animal science

• Studies often published in journals without microbiology focus

• Availability of data not mandatory

• No specific author guidelines for microbiome data

• Reviewers from other scientific fields

• Sequence data analysed/interpreted by non-experts

• Lacking awareness about best-practice approaches?
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Data sets
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Data sets
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What is a healthy larval microbiome?
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Data sets
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Benefits

• Collaboration with thesis supervisor

• Finish up work for the completion of PhD

• Dissemination: Opportunities to present own work

• Skill development: New methods & approaches

• Personal development: Lockdowns, COVID, comfort zone, etc.

• Broader perspective: escape the daily grind
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Learnings

• Advocate for open data and FAIR principles

• Highlight importance of reproducibility wherever possible

• Be fast ☺
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