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From “Network hub-node prioritization of gene regulation with intra-network association”, 
BMC Bioinformatics 21, 101 (2020). DOI:10.1186/s12859-020-3444-7
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Network-based regularized classification

Weighted
Elastic net

Promotes the selection of similarly correlated nodes in two gene networks

Twin Networks Recovery (TWINER) penalty
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Multi-Omic NETworks in gliomas
(SFRH/PTDC/CCI-BIO/4180/2020)
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Gliomas– the most common brain tumors
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GOAL

Identification of molecular biomarkers associated with tumor heterogeneity in gliomas, 
aiming at improving patient diagnosis, prognosis, and therapeutic decisions.
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Personalized Medicine
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